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Figure S1. Percentages of epithelial (EPI) and mesenchymal (MES) phenotypes of PT which have not 

(N-) or have metastasized to the lymph nodes (N+) as well as lymph node metastases themselves (LNM) 

divided into luminal (panel A) or TNBC molecular subtype (B). Significance levels were values 

calculated with Pearson’s chi-squared or Fisher’s exact test. 

 

 
 

Figure S2. Prognostic significance of EMT phenotypes in primary tumours (A) and lymph node 

metastases (B) - effect on overall survival of the patients (log-rank test). 

 

 

 



 
Figure S3. Distribution of stroma content in N- PT, N+ PT and LNM specimens. 

The maximum record out of 5 evaluated tissue cores is plotted for each specimen. Differences in median 

stroma content between EMT groups were analysed with the Mann–Whitney U test; the bars 

correspond to the interquartile range (IQR), the whiskers cover 1.5 IQR from the median. 

 

  



Table S1. Clinico-pathological characteristics of the breast cancer patients included in the study.  

 

 
 

  



Table S2. List of all DEGs in each group of tissues – N- PT, N+ PT and LNM, analysed 

according to their EMT phenotype. 

 

 
Table S3. List of GO BP and Reactome terms enriched in each list of DEGs - in N- PT, N+ 

PT and LNM tissues. 



 

 


