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Skav HKYVALYLAFLATSSLYNAKDDEKKIDGPYIGIDLGTTYSCYGIYKNGRYEIIPHDQGHRITPSYYAF TDDERLIGE
Snin HHRAATLAFLYYTGYY-AKDDEKKIDGPYIGIDLGTTYSCYGIYKNGRYEITIPNDAGHRITPSYYAF TDDERLIGE
SnicBiP HYISHGSRLPYSORRTHGHEASCQGYCCSQTHHSYRCAQACKAFLY-EREPRYTHHKVAFYTYFALASFARAKEEDKKIDGPYIG--~=TTYSCYGINKNGRYEIIPNDQGHRITPSYYAF TDDERLIGE
Spil HAKKARMCAFLYARACIGCYHCYGAKD-APKINGPYIGYDLGTTYSCYGIYKNGRVEILPHDAGHRITPSYYAFADDERLTGE
Tgon HTAAKKLSLFSLAALFCLLSYATLRPYAASDAEEGKYKDYYIGIDLGTTYSCYGYYRHGRYDIIPHDAGHNRITPSYYAF TDDDRKIGE
Chur HKSFLRIILYLLPCLALYCLADNKSDOKKFEGPYIGIDLGTTYSCYAIYKNGRVEIIPHNDAGHRITPSYYSFTEDERLIGE
Atha HRFPLLRSGSLLKRSSSPSOPKKPPLPLPEPQRAISYSRNTEIVEIKASSSRKGKKILHFKALHRCLFAFSTAKEEATKLGSYIGIDLGTTYSCYGYYKNGHYEIIANDAGHRITPSHYGF TDSERLIGE
Pnal HYNTRSYIIFLIVSLLKLTSAIDSKIEGPYIGIDLGTTYSCYGYFKNGRYEILSHELGHRITPSYYSFIDGERKYGE
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Skav AAKHOARQATINPTQTLFDYKRLIGRRFKDSTYOKDIKLLPYEIYDKGSKPHISYKYK-GEDKYHAPEEYSSHYLTKHKETAENYLGKEVKHAYYTYPAYFNDAOROSTKDAGTIAGHHYLRIINEPTAA
Snin AAKHOA---TINPTQTLFDYKRLIGRRFKDSTYOQKDIKLLPYAIYDKASKPHISYKYK-GEDKYHAPEEYSSHYLTKHKETAENYLGKEVKHAYYTYPAYFNDAOROSTKDAGTISGHHYLRIINEPTAA
SnicBiP ARKNOA---TINPTATLFDYKRLIGRRFKDSTYQKDIKLLPYKIVDKSTKPHIAYKYK-GEEKYHAPEEYSSHYLTKHKETAENYLGKEYKHAYYTYPAYFHDAGRASTKDAGTIAGLNYLRIINEPTAR
Spil AAKHOA---TYNPTQTLFDYKRLHGRRFKDSTYOKDHKLLPYRIVEKGGKPHIGYKYR-GHEKLHPPEEYSSHYL TKHKETAENYLGAEVSHAYYTYPAYFNNAOROATKDAGAIAGLHYLRIVHEPTAA
Tgon ARKNEA---TINPTHTLFDVKRLIGRRFNEKEYQKDKDLLPYEIINKDGKPYIRYHYK-GEPKYLAPEEYSAHVLTKHKETAEQFLGKEVKNAYYTYPAYFHDAOROATKDAGAIAGLNYIRIINEPTAA
Cnur  AAKNOA---TINPSQTLFDYKRLIGRRFTDDSIQKDKYLLPYDIINKNGKPYIKYTYK-NETKQLAPEEYSAHYLTKHKEIAEAYLGKEYKHAYYTYPAYFNDAOROATKDAGATIAGLNYIRIINEPTAA
Atha AAKNOA---AYNPERTYFDYKRLIGRKFEDKEYQKDRKLYPYQIYNKDGKPYIQYKIKDGETKYFSPEEISAHILTKHKETAEAYLGKKIKDAYYTYPAYFNDAOROATKDAGYIAGLNYARIINEPTAA
Pnal AAKLEA---TLHPTQTY¥FDYKRLIGRKFDDQEYYKDRTLLPYDIYNNEGKPNIRYQIK-DKSTTFAPEQISAHYLEKHKEIAOSFLGKPYKNAYYTYPAYFNDAOROATKDAGTIAGLNIYRIINEPTAA
Consensus AAKn#A  tinPtqT1FDVKRLiGRrF.#..!qKD kL1PY.I!#k,.gkP, I.Vk!k.ge kv, aPE#!Sal!LLKHKELA#, %L Gke !k . AVVTYPAYFN#AQRQaTKDAG . IAGEN! .RI!NEPTAR
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Skav AIAYGLDKKT-EKNILYYDLGGGTFDVSLLTIDNGYFEVYATNGDTHLGGEDFDQRYHOHFHKIFOKKHGKDHSKDKRSIOKLRREYEKTKRALSSTHOARLEIEALYDGYDFSETLTRARFEELNADLF
Snin  AIAYGLDKKT-EKNILYYDLGGGTFDVSLLTIDNGYFEVYATNGDTHLGGEDFDQRYHOHFHKIFQKKHGKDHSKDKRSIOQKLRREYEKTKRALSSTHOARLEIEALYDGYDFSETLTRARFEELNADLF
SnicBiP AIAYGLDKKT-EKNILYYDLGGGTFDYSLLTIDHGYFEYYATNGDTHLGGEDFDORYHOHFHKIFEKKHGKDHSKDKRSIOQKLRREVEKTKRALSSTHORRLEIEALYDGTDFSETLTRARFEELKADLF
Spil AIAYGLDKKSDEKNILYYDLGGGTFDVSLLNIAQGYFEYVATSGDTHLGGEDFDQRYHOHFIKYFEKKHGKDHSADKRATOKLRREVEKTKROLSSTHOARLEIEALFDGHDFSETLTRAKFEELNADLF
Tgon AIAYGLDKKN-EKTILYYDLGGGTFDYSYLYIDHGYFEYLATSGDTHLGGEDFDAORYHDHFIKLYKKKYDKDLRTDKRGLOKLRREVERAKRALSSQHOAKYEYENLHEGYDFSETLTRAKFEELNSDLF
Crur  AIAFGLDKKS-EKTILYYDLGGGTFDVSLLTIDNGYFEVYATSGDTHLGGEDFDQRYHDHF IKITRSKTHKDIKTDKRALOKLRREVERSKRALSSAPQYKYEIEGLHDGYDLSETLTRAKFEELNADLF
Atha AIAYGLDKKGGEKNILYFDLGGGTFDYSYLTIDNGYFEVLSTHGDTHLGGEDFDHRIHEYFIKLIKKKHOKDISKDNKALGKLRRECERAKRALSSAHAYRYEIESLFDGYDLSEPLTRARFEELNNDLF
Pnal ALAYGLDKKE-ETSILVYDLGGGTFDYSILYIDNGYFEVYATAGNTHLGGEDFDQRYHDYFIKIFKKKNNYDLRTDKRAIOKLRKEVEIAKRHLSYYHSTQIEIEDITEGHNFSETLTRAKFEELNDDLF
Consensus AiAZGLDKK, ,EknILYZDLGGGTFDYS1LLId#GYFEVvaT ,G#THLGGEDFDqR !H#hFiKif ,kKh kD,s,DkraiqKLRrEVE, .KRalLSs hqar E!E. 1, #Gv#fSELLTRAKFEELnaDLF
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Skav KNTLGPYKQYLEDSGLKKNQYDEIVLYGGSTRIPKARLYQQLIKDFFHGKEPNRGINPDEAYAYGARYAAGILSGEGG---ADLLLLDYTPLTLGIETYGLGGYHTKLISRNTYIPTKKSQVFSTYAQDHQ
Snin  KNTLGPYKQYLEDSGLKKNQYDEIVLYGGSTRIPK---YQOLIKDFFNGKEPNRGINPDEAYAYGAAYOAAGILSGEGG---ADLLLLDYTPLTLGIETYG--GYHTKLISRNTYIPTKKSQTFSTYQDHQ
SnicBiP KNTLGPYKQVLDDSGLKKNQVDEIVLYGGSTRIPK---YQALIKDFFNGKEPNRGINPDEAYAYGARY(====mmmmmmmm e DYTPLTLGIETYG--GYHTKLISRNTYIPTKKSQIFSTYQDHQ
Spil EEVVLLDVAPLTLGIETHG--GYHTKLIPRHTYIPTRKSQIFSTSQDHQ
Tgon OKTLKPYKQYLEDADLQKSQYDEIYLYGGSTRIPK---I0OLIKDFFNGKEPNRGINPDEAYAYGAARYOAGILSGEGA---QDHYLLDYTPLTLGIETAG--GYHAKIINKNTYIPTKKTATFSTYSDNO
Chur  ROTHEPYKKYLKDADHKKSDYHEIVLYGGSTRIPK---I0SLIKDFFDGKEPNRGINPDEAYAYGARYOAGILAGEGG---KDLLLLDYTPLTLGIETYG--GYHTKLIPRNTYYPTKKGOIFSTSADHO
Atha RKTHGPYKKAHDDAGLAKSQIDEIVLYGGSTRIPK---VQALLKDFFEGKEPNKGYNPDEAYAYGARYAGGILSGEGGDETKDILLLDYAPLTLGIETYG--GYHTKLIPRNTYIPTKKSQVFTTYQDOA
Pnal RETLEPYKKYLDDAKYEKSKIDEIVLYGGSTRIPK---IQQITKDFFNGKEPNRGINPDEAYAYGAAIQAGIILGEEL---QDYYLLDYTPLTLGIETYG--GINTQLIKRNTYIPTKKSAQTFSTYQDHQ
Consensus ., .T$gPVKqv$, Da,lkKsq!dEIVLYGGSTRIPK  !QqliKDFFnGKEPNrG!NPDEAYAYGAA!Qagilsgeg.....d. 11DVEPLTLGIETvG G!HtklI.rHTY!PTkKsQ.FsTyqD#Q
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Skav PAYNIOYYEGERPHTKDNHLLGKFELGGIPPAPRGAPQIEYTFEIDSHGILNYGAEDKGTGKSEKITITHDKGRLTEEQIEKHIREAEEFADEDKKYKERYDAKNAFDGY IHSHRSATEGSGDNKGLSEK
Snin PAYNIOYYEGERPHTKDNHLLGKFELGGIPPAPRGAPQIEYTFEIDSHGILNYGAEDKGTGKSEKITITHDKGRLTEEQIEKHIREAEEFADEDKKYKERYDAKNAFDGY IHSHRSATEGSGDNKGLSEK
SnicBiP PAYNIOQVFEGERPHTKDNHLLGKFELGGIPPAPRGOPQIEYTFEIDSHGILNYGAEDKGTGKSEKITITHDKGRLTEEQIEKHIREAEEFADEDKKYKERYDAKNAFDGY IHSHRSATEGSGDNKGLSEK
Spil PAVDIQYYQGERVHTKDNHLLGKFELR-YPPAPRGAPQIEVTFEIDSHGILNYAREDKGTGRSEQITI-HNQGHL TEQEIORHYNDAEAFGDEDKRIRERYDAKIALDGY IHSHRLATE---DGAGLGER
Tgon SAVLIOYYEGERPHTKHNHLLGKFELTGIPPAPRGYPQIEVTFDYDRHGILSYSAYDKGTGKSEKITITHDKGRLTPEEIERHISEREKFAEEDKKYKERYDARNALEGYLHSHKTTYE--~DKDKLADK
Crur  PAYLIOYFEGERSHTKDNNLLGKFELTGIPPAPRGYPQIEVTFEIDTDGILQVSAEDKGTGKSEKITITHDKGRLSQEDIERHIKEREQFAEEDRLIRERYDAKHALEGY IHSHRTSID--~DKDKLAOK
Atha TTYSIOYFEGERSLTKDCRLLGKFDLTGYPPAPRGTPQIEVTFEYDANGILNYKAEDKASGKSEKITITHEKGRLSQEEIDRHYKEAEEFAEEDKKYKEKIDARNALETYYYNHKNQYS-~--DKDKLADK
Pnal PAYLIOYFEGERALTKDNHLLGKFELSGIPPAQRGYPKIEYVTFTYDKHGILHYEAEDKGTGKSKGITITHDKGRLSKEQIEKHINDAEKFADEDKNLREKYESKNNLDNYLASHKATYE---DKDKLADK
Consensus paV.I0QVZ#GER,$TKdnhLLGKF #L.g!PPApRG .PqIEVTFe!D, #GILnY,AeDKgt GkSekITILN#kGrLE , ##14#rH! , #AE Fa#EDkkvkEr ! #aknal#gYihsHr., . .e. . .DkdkLa#k
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Skav HDSDEKEQILDALKDGASHLDSHPEADAEEIKEKHKEIEGICAPIYSKYYGGGG----AGGAGGADDDEEEAHDEL
Snin HDSEEKEQILDALKDGQSHLDSHPEADAEEIKEKHKEIEGICAPIVSKYYGGGG:
SnicBiP HDSDEKEKILDALKDGASHLDSHPEADAEEIKEKHKEYEGICAPIYSKYYGGGG--
Spil HDSEEKQRIQHALKEGQAHHDANPEADTEDIOHKRKEIEEVCAPIYSKHYGSGT====T—===~ SEPDEDERHDEL

Tgon IEEDDKKTILDKYTEAQEHLNTHPDADAEETRDKLKDYEAYCHPIISKYYGOSGGPGAGGARGGADDDDYGGHDEL

Chur  LEEDDKEKIKEALKDAEEFLNSHPEADAODYKDKLKEVEGICHPIIATYYGKAG-——~—---| PGSPEGDEYTGHDEL
Atha LEGDEKEKIEAATKEALEHLDEHQNSEKEEYDEKLKEVEAYCHPIITAYYQRSGGAPGAGGESSTEEEDES-HDEL
Pnal IEKEDKTTILHAVKDAENHLSHHSHADAEALKQKLKDYEAYCAPIIVKLYGQPG----- ASSPPPSADEDYDSDEL
Consensus ,#,##Ke,Il,alk#aq.udd, . Np#atatie k KIK#!E, IC PI!sk.Yg. €esusefeelusa i, . hDEL

Supplementary Figure 1. Multiple sequence alignment of BiP ortholog sequences. Skav, Fugacium
kawagutii; Smin, Breviolum minutum; SmicBiP, Symbiodinium microadriaticum; Spil, Symbiodinium
pilosum; Tgon, Toxoplasma gondii; Cmur, Cryptosporidium muris; Atha, Arabidopsis thaliana; Pmal,
Plasmodium malariae.
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Supplementary Figure 2. High levels of Thr phosphorylation of SBiP1 under darkness are
disrupted by a short-term high temperature treatment. Western blot analysis with anti-pThr
antibodies of total extracts prepared from dark-adapted Symbiodinium microadriaticum cells
incubated at 26°C (lane 1) followed by light exposure for 30 min (lane 2), or a 30 (lane 3), 60
(lane 4) or 240 min (lane 5) incubation at 32°C under continuous darkness. Both light (lane 2),
and all short-term heat treatments under darkness (lanes 3-5) showed the expected decrease in
SBiP1 Thr phosphorylation compared to untreated dark-adapted cells (lane 1).



