Supplementary Materials

Mutagenicity of a bi-stranded clustered DNA Lesion containing (5°S) or
(5'R) 5',8-cyclo-2’-deoxyAdenosine in Escherichia coli model

K. Boguszewska, J. Kazmierczak-Baranska and B. T. Karwowski

Table S1. The list of full sequences of double-stranded substrate oligonucleotides containing 2'-deoxyuridine (dU)
and 5',8-cyclo-2'-deoxyadenosine (cdA).

Sequence
] 5'"-CTCTTGTCAGGAATATTGTCTCTATGCTCCCACCAAAGGC-3"'
Native 3'"-GAGAACAGTCCTTATAACAGAGATACGAGGGTGGTTTCCG-5"
5'"-CTCTTGTCAGGAATATTGTCUCTATGCTCCCACCAAAGGC-3"'
Control 1

3'"-GAGAACAGTCCTTATAACAGAGATACGAGGGTGGTTTCCG-5"

5"-GCCTTTGGTGGGAGCATAGXGACAATATTCCTGACAAGAG-3"
Control 2 / Control 3

3"-CGGAAACCACCCTCGTATCTCTGTTATAAGGACTGTTCTC-5"

5"'-CTCTTGTCAGGAATATUGTCTCTATGCTCCCACCAAAGGC-3'

v 3"'-GAGAACAGTCCTTATAACAGXGATACGAGGGTGGTTTCCG-5"
5"-CTCTTGTCAGGAATATTGTUTCTATGCTCCCACCAAAGGC-3'
vl 3"'-GAGAACAGTCCTTATAACAGXGATACGAGGGTGGTTTCCG-5"
5"-CTCTTGTCAGGAATATTGTCUCTATGCTCCCACCAAAGGC-3'
duo 3'-GAGAACAGTCCTTATAACAGXGATACGAGGGTGGTTTCCG-5"
5"-CTCTTGTCAGGAATATTGTCTUTATGCTCCCACCAAAGGC-3'
U+ 3'-GAGAACAGTCCTTATAACAGXGATACGAGGGTGGTTTCCG-5"
dU+4 5"-CTCTTGTCAGGAATATTGTCTCTAUGCTCCCACCAAAGGC-3'

3"'-GAGAACAGTCCTTATAACAGXGATACGAGGGTGGTTTCCG-5"

U —represents 2'-deoxyuridine (dU); X — represents (5'S)-5',8-cyclo-2'-deoxyadenosine (ScdA) or (5'R)-5",8-
cyclo-2'-deoxyadenosine (RcdA)

Table S2. The masses (calculated vs. found) of chosen substrate oligonucleotides (40 bp).

Oligonucleotide Calculated Mass Found Mass
Control 1 (dU strand) 12,167.90 12,168.25
Native 12,181.98 12,182.42
Mtx-ScdA 12,407.00 12,408.30

Mtx-RcdA 12,407.00 12,407.30




A. ssDNA with (5'S)-5',8-cyclo-2'-deoxyadenosine (Mtx-ScdA)

210218_Mtx_5s_dA_ 53 (0.551) M1 [Ev-332559,1t19] (Sp,0.030,847:1854,0.10,L33,R33); Sb (25,35.00 ); Cm (24:197) 1: TOF MS ES-
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B. ssDNA with (5'R)-5',8-cyclo-2'-deoxyadenosine (Mtx-RcdA)

210219_Mtx_5R_dA 73 (0.757) M1 [Ev-344592,125] (Sp,0.030,850:1820,0.10,L33,R33); Cm (57:197) 1: TOF MS ES-
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C. ssDNA with 2'-deoxyuridine (Control 1 — dU strand)

190705_dU0 17 (0.197) M1 [Ev-417777 It21) (Gs,1.500,1351:3190,0.05,L33,R33); Sb (20,15.00 ); Cm (3:32)
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D. native ssDNA
191002_Sspl5 13 (0.151) M1 [Ev-333107,1t13] (Sp,0.030,978:2000,0.02,L.30,R30); Sb (25,20.00 ); Cm (4:197) 1: TOF MS ES-
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Figure S1. Mass spectra of substrate oligonucleotides containing cdPu.



A. Native

Sequence - before E.coli transformation
CTCTTGTCAG GAATATTS GTT CT®TCTATGT CTT CTCCACCARARMRRAGSGCZ3

Oligo

51

GAGAACAGT C C TTATA AACAGAGATA ACGAGS GG GTS GGTTTTCTCGS5'

30

Native

Sequence - after plasmid recovery from E.coli
CTCTTGTCAGGAATATTSGTT C?TCTA ATSGT CTT CCCACCARARAMGTGCZ3

GAGAACAGT C CTTATAACAGAGATACGAGG GG GTS GG GTTTTCTCGS5

5t
3

CTCTTGTCAGGAATATTS GTTCTCTATG G CT CCCACCAARBAGSGCZ3
GAGAACAGT C C T TATAACAGAGATACGAGGG GT GGTTTTCTCGS'

Xl
3

CTCTTGTCAGGAATATTS GTTCTCTATG G CT CC CCACCAARAGSGCZ3
GAGAACAGT C C TTATA AACAGAGATACGAGSGG GTS GGTTTTCTCGS5

5t
3

CTCTTGTCAG GAATATTS GTT CT®TCTATGT CT CCCACCARARMGSGC3
GAGAACAGT C C T TATAACAGAGATACGAGS GG GTS GG GTTTTCTCGS5

5t
30

CTCTTGTCAG GAATATTSGTT CTCTATGT CT CCCACCARARAGSGEGCZ3
GAGAACAGT C C T TATAACAGAGATACGAGS GG GTS GG GTTTTCTCGS

51
3

CTCTTGTCAGGAATATTS GTTCT®TCTATGT CT CCCACCAARAGSGCZ3
GAGAACAGT C CTTATA AACAGAGATACGAGG GG GTS GG GTTTTCTCGS5

51
3

CTCTTGTCAG GAATATTSGTT CTCTATG G CTT CCCACCAARMAGSGCZ3
GAGAACAGT C C TTATA AACAGAGATACGAGGG GTS GGTTTTCTCGS5"'

51
3

Sample 1

Sample 2

Sample 3

Sample 4

Sample 5

Sample 6

Sample 7

B. Control 1

Sequence - before E.coli transformation

CTCTTGTCAG GAATATTSGTT CUCTATGT CTT CCCACCARARBAGSEGTC3

Oligo

51

| Control 1 I

GAGAACAGT C C T TATA AR ACAGAGATA ACGAGS GG GTS GG GTTTTCTCGS'

30

Sequence - after plasmid recovery from E.coli
CTCTTGTCAG GAATATTS GTTCT®TCTATG G CT CCCACCA ARARAGSEGC3

GAGAACAGT C C TTATA AR ACAGAGATA ACGAGS GG GTS GG GTTTTCTCGS'

CTCTTGTCAG GAATATTS GTT CTCTATG G CT CCCACCA AARAGSGCZ3
GAGAACAGT C C TTATA AACAGAGATACGAGSG GTS GGTTTTCTCGS"

CTCTTGTCAG GAATATTSGTT CT®TCTATGT CTT CTCCACCA ARARBAGSGEGTC3
GAGAACAGT C C T TATAACAGAGATA ACGAGG GG GTS GG GTTTTCTCGS5

CTCTTGTCAG GAATATTS GTT CTCTATGT CT CCCACCAARAGSGCZ3
GAGAACAGT C CTTATA AACAGAGATA ACGAGS GG GTS GG GTTTTCTCGS5'

CTCTTGTCAG GAATATTS GTTCT®TCTATGT CT CTCCACCARARAGSGTCZ3
GAGAACAGT C CTTATA AACAGAGATA ACGAGGSGTS GG GTTTTCTCGS5'

CTCTTGTCAG GAATATTSGTT CTCTATGT CT CCCACCARARAGSGEGCZ3
GAGAACAGT C C T TATAACAGAGATA ACGAGS GG GTS GG GTTTTCTCGS'

CTCTTGTCAG GAATATTSGTT CT CTATGT CTT CCCACCA ARARBAGSGEGC3
GAGAACAGT C C T TATAACAGAGATA ACGAGS GG GTS GG GTTTTCTCGS5'
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C. Control 2

Sequence - before E.coli transformation

CTCTTGTCAGGAATA ATTSGTT CTCTA ATSGT CTT CCCA ACCARARAMAGTGCZ3

Oligo

51

| Control 2

GAGAACAGT C C TTATA AACA AGSXGATA ACGAGG GG GTS GGTTTTCTCGS5'

30

Sequence - after plasmid recovery from E.coli
CTCTTGTCAGGAATATTSGTT C?®TCTATSGT CTT CCCACCAARAGTGCZ3

GAGAACAGT C CTTATAACAGAGATA ACGAGG GG GTS GG GTTTTCTCGS5'

5
31

CTCTTGTCAGGAATATTSGTT CT®TCTATGT CT CCCACCAARAGSGCZ3
GAGAACAGT C CTTATAACAGAGATACGAGG GG GTS GG GTTTTCTCGS

51
31

CTCTTGTCAGGAATATTS GTT CTCTA ATGT CT CC CCACCA AARARAGSGCZ3
GAGAACAGT C C TTATA AACAGAGATA ACGAGS GG GTS GGTTTTCTCGS5'

51
30

CTCTTGTCAGGAATATTS GTT CTCTATG G CT CC CCACCAARAGSGCZ3
GAGAACAGT C C T TATAACAGAGATACGAGS GG GTS GG GTTTTCTCGS5'

51
3

CTCTTGTCAG GAATATTSGT CT CTATSGT CTT CCCA ACCA AR ARAGSGCZ3
GAGAACAGT C C T TATAACAGAGATACGAGS GG GTS GG GTTTTCTCGS'

X
3

CTCTTGTCAG GAATATTS GTT CT®TCTATGT CTT CTCCACCARARAMGSGCZ3
GAGAACAGT C C T TATAACAGAGATACGAGS GG GTS GG GTTTTCTCGS5

5t
3

CTCTTGTCAG GAATATTSGTTCTCTATGT CTT CCCACCAARAGSGCZ3
GAGAACAGT C C T T AT AACAGAGATA ACGAGSGSGTG GG GTTTTCTC G?S5'

51
3

CTCTTGTCAGGAATA ATTSGTT CTCTA ATSGT CTT CCCA ACCARARAMAGTGCZ3
GAGAACAGT C CTTATA AACAGAGATA ACGAGSGS GTS GG GTTTTCTCGS5

5t
3

CTCTTGTCAG GAATATTSGTT CT®TCTATGT CTT CCCACCAARAGSGCZ3
GAGAACAGT C C T TATAACAGAGATA ACGAGS GG GTS GG GTTTTCTCGS5'

51
3

Sample 1

Sample 2

Sample 3

Sample 4

Sample 5

Sample 6

Sample 7

Sample 8

Sample 9




D. Control 3

Sequence - before E.coli transformation

CTCTTGTCAG GAATATTS GTTCT®TOCTA ATSGT CTT CCCACTCAAMARAGTGCZ3

Oligo

|

51

| Control 3 |

GAGAACAGT C CTTATA AACAGRGATA ACGAGS GG GTG GG GTTTTCTCGS5

3

Sequence - after plasmid recovery from E.coli
cCTCTTGTCAG GAATATTSGTTCT®TCTATSGT CTT CCCACCARAMARAGSGCZ3

GAGAACAGT C CTTATA AACAGAGATACGAGS GG GTG GG GTTTTCTCGS5"'

CTCTTGTCAG GAATATTSGTT CTOCTATSGT CTT CC CCACTCAAARAGSGCZ3
GAGAACAGT C C T TATAACAGAGATACGAGS GG GTG GG GTTTTCTCGS5

CTCTTGTCAGGAATATTSGTTCT®TOCTA AT GT CTT CC CCACTCAARAGTGCZ3
GAGAACAGT C CTTATA AACAGAGATACGAGS GG GTG GG GTTTTCTCGS5"

CTCTTGTCAGGAATATTS GTTCT®TOCTATSGT CTT CCCACCAAARAGSGCZ3
GAGAACAGT C C TTATAACAGAGATACGASGS GG GTG GG GTTTTCTCGS5"

CTCTTGTCAG GAATATTS GTT CTOCTA ATS G CTT CTCTCATCTCARAA AGSGC3
GAGAACAGT C C TTATA AACAGAGATACGAGSGG GTG GG GTTTTCTCGS5'

CTCTTGTCAG GAATATTSGTT CTOCTA ATSGT CTT CCCACTCAAAGSGCZ3
GAGAACAGT C C T TATAACAGAGATACGAGS GG GTG G GTTTTCTCGS5"

CTCTTGTCAG GAATATTSGTTCTOCTA AT GT CTT CC CCACTCAAAR AGSGCZ3
GAGAACAGT C C T TATAACAGAGATA ACGAGS GG GTGSGTTTTCTCGS5

CTCTTGTCAG GAATATTSGTTCT®TOCTA ATSGT CTT CCCACCAAAGTGCZ3
GAGAACAGT C CTTATA AACAGAGATA ACGAGS GG GTG GG GTTTTCTCGS5
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E. ScdA/dUO

Sequence - before E.coli transformation

CTCTTGTCAG GAATATTSGT CUCTATGT CTT CTCCACCA ARARAGSGC3

Oligo

GAGAACAGT C C T TATA AR ACAGRKGATA ACGAGS GG GTS GG GTTTTCTCGS5'

51
31

|

ScdA/du0

Sequence - after plasmid recovery from E.coli
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F.RcdA/dUO

Sequence - before E.coli transformation

CTCTTGTCAG GAATATTSGT CUCTATGT CTT CCCACCARARAGSGCZ3

Oligo

GAGAACAGT C C T TATA AR ACAGRGATA ACGAGS GG GTS GG GTTTTCTCGS5'

51
3

RcdA/dU0 I

Sequence - after plasmid recovery from E.coli
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G. ScdA/dU-1

Sequence - before E.coli transformation

CTCTTGTCAG GAATATTSGTUTO CTATGT CTT CTCCACCARARAGSGCZ3

Oligo

51

| ScdA/du-1 |

GAGAACAGT C CTTATA AR ACA AGSXGA AT ACGAGG GG GTS GG GTTTTCTCGS5'

30

Sequence - after plasmid recovery from E.coli

cC TATGTCTT CCCACCAAARAGSGCZ3
GATACGAGGS GTG G GTTTTCTCGS5'
T C TATGT CT CCCACCA AR ARBAGSGCZ3
A GATACGAGGG GTG GG GTTTTCTCGS5

CTCTTGTCAGGAATATTS GTS CTCTATGT CTT CTCTCACCA ARARBAGSGCZ3

GAGAACAGT C CTTATA AACAGAGATA ACGAGGGTS GG GTTTTCTCGS5'

T CTATGT CTT CCCACCA AR AAGSGCZ3
A GATACGAGGGTG GG GTTTTCTCGS5'

CTCTTGTCAG GAATATTS GTTTO CTATGT CT CCCACCAAA AGSGCZ3

GAGAACAGT C C TTATA AACAAAGATA ACGAGGGTG GG GTTTTCTCGS5'

T CTATGT CT CCCA ACCA AR ARAGSGC3
A GATACGAGG G GTG GG GTTTTCTCGS5'

30
50

A

¢cC TATGTCTT CCCACCAAARAGSGCZ3

GATACGAGGSGTGGTTTTCTCGS5

c cCACCAAAGGCZ3
G GGTGGTTTTCC GS5'

T ATG CTU CCCACCA ARARAGSGCZ3
A°'TACGAGGG GTS GG GTTTTCTCGS5'
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H. RcdA/dU-1

Sequence - before E.coli transformation

CTCTTGTCAG GAATATTSGTUTO CTATGT CT CCCACCARARBAGSGEGCZ3

Oligo

GAGAACAGT C C TTATA AACAGRGATA ACGAGG GG GTS GGTTTTCTC GS5'

51
30

Rcda/du-1 ‘

Sequence - after plasmid recovery from E.coli
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I. ScdA/dU+1

Sequence - before E.coli transformation

CTCTTGTCAG GAATATTSGT CTUTATGT CTT CTCTCA ACCA AARAGSGEGTC3

Oligo

GAGAACAGT C C T TATA AR ATCAGSXGATACGAGG GG GTS GG GTTTTCTCGS5'

51
31

ScdA/dU+1

Sequence - after plasmid recovery from E.coli

3
51

M o|m b|m b|m b|o b|m bf[m bm blm ble b
O Vo V| VO V|L V| VIV VIO V|LO V| O
O VL VL V|V V|V V|V VIV VIV V|V V|V ©
O VOV LIV OV VIV VIV DIV V|V V]V OO O
L ES - P S S ol S S EE = PR o
I N Pl ol Pl Tl N Tl Y
ol S o S SO ol S o S = o ol o =
O Vo Vo v vV VIO VIO VO VIO VIO O
O VL VL VL V|L VL VL VI V| UL O
e N P ol PN Il N Tl Y
O Vo VO V|O V|L V| VIV VIO V]|O V| O
O Vo V| VO V|L V| V|V V| V|O V| O
O VL VL V| V|V V| VL VL V| V| O
(A = o ol R o (=S o R o LG LR L [
O Vo Vo VIO V| V| VIO VIO V| V| O

<
OOl LoV OOV OO O
A o o S ol ol T ol B B Bl o [
€ H| G B B B BB BB B
I IS P B [ N I Nl L [
Bl g [HFoBH Al [OOBE A <
IS I RS R R R R R
O Vv V|l VL £lO VIO VIV VIV VIO O
S I IR SR RS O RS I I
O Vv V|V Ll V| V| V|V V| V| V|V O
H QB AQ|H |H Q| QB QB QB B e
I I R R R O IR R I
I N P = N S SN =l S
I I R R I I RS R I I
I N P ol N Tl N ol Y
Sl S S S P ol PSSP o S o o
O Vv Vb V| LIV D]V LIV DL DL D] O|O O
O Vo vV V|V LIV LIV LIV DIV DL VIO LIV O
e N P e P =l N =l PN Tl )
O Vo Vo V| V| V)L VIO VIO V| VO V| O
H QB Q|H |8 Q| €|B QB QB Q|H B R|E <
O vV vV V|V LIV VDIV OV DL DL LD |V O
[ L o R ol S ol o S ol [ ol S o L o = o [
[ L= o = ol s ol o o o [ ol s ol Lol = o |
O VL VL VO VL V)L VL VIO VL VO V|V O
[ = o =S ol =S ol S o s o U vl = ol S ol = o [ I
O VL VO V| VIO VIO VIO VIO VIO VIO V| O
b | m|ib o @b oo @b w6 &b wfb ©)b ®
- o~ ™ <« ) © ~ Y o S b
o ] o [ o o ] o ] o o
alel|lele|le|e|l2]2|l2|q]d
E|lE|E|E|E|e| ||| 8&] &
© @ @ © @ © @ @ © ] &
0 %] %] %] 0 0 %] 0 %] 3 1




J. RcdA/dU+1

Sequence - before E.coli transformation
CTCTTGTCAGGAATATTSGTT CTUTA ATS G CTZ CT CCA ATCTCAARATGTGC3

Oligo

GAGAACAGT C C TTATA AACAGRGATA ACGAGG GG GTS GGTTTTCTCGS5"'
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RcdA/dU+1

Sequence - after plasmid recovery from E.coli
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K. ScdA/dU-4

Sequence - before E.coli transformation
CTCTTGTCAGGAATATUGTT CT CTA ATSGT CTU CTCCA ACTCAARAGTGC3

Oligo

GAGAACAGT C C TTA AT AACA AGSXGATA ACGAGG GG GTS GG GTTTTCTC GS5'
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Sequence - after plasmid recovery from E.coli
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L. RcdA/dU-4

Sequence - before E.coli transformation
CTCTTGTCAGGAATATUGTT CT CTA ATSGT CTZ CT CCA ATCTCAARAGTGCZ3

Oligo

GAGAACAGT C C TTATA AACAGRGA AT ATCGAGG GG GTG GG GTTTTCTCGS5'

51
30

RcdA/du-4

Sequence - after plasmid recovery from E.coli
CTCTTGTCAGGAATATTGTT CTCTATSGT CTZ CTCCACTCAARAGTGC3

GAGAACAGT C C T TATAACAGAGATACGAGSGSGT GGTTTTCTCGS'

CTCTTGTCAG GAATATTGTTCTCTATGT CT CCCACCAARAGSGCZ3
GAGAACAGT C C T TATAACAGAGATACGAGGSGTS GGTTTTCTCGS'

CTCTTGTCAG GAATATTGTT CTCTATG GT CTT CTCCACCA AARAGSEGCZ3
GAGAACAGT C C TTATA AACAGAGATA ACGAGGGTG GG GTTTTCTCGS5'

CTCTTGTCAG GAATATTGTT CT CTATG GT CTT CTCCACCA AAAGSGCZ3
GAGAACAGT C C T TATAACAGAGATA ACGAGS GG GTS GG GTTTTCTCGS5'

CTCTTGTCAG GAATATTSGTTCTCTATGT CTT CTCCACCAARBAGSGCZ3
GAGAACAGT C CTTATA AR ACAGAGATA ACGAGG GG GTS GG GTTTTCTCGS'

CTCTTGTCAG GAATATTSGTTCT CTATGT CTT CCCACCARARALGSGC3
GAGAACAGT C CTTATA AACAGAGATA ACGAGG GG GTS GG GTTTTCTCGS5'

CTCTTGTCAG GAATATTGTTCT CTATGT CTT CTCCACCAARAGSGTCZ3
GAGAACAGT C C T TATAACAGAGATA ACGAGS GG GTS GG GTTTTCTCGS'

CTCTTGTCAG GAATATTGTT CTCTATGT CT CCCACCARARAGSGCZ3
GAGAACAGT C C T TATAACAGAGATA ACGAGS GG GTS GG GTTTTCTCGS'

A TATTGTO CTCTATSGT CT CCCACCAARAGSGCZ3
T ATAACAGAGATACGAGG GG GTG GG GTTTTCTCGS5'

A TTGTTCTCTATG G CT CCCACCARARAGSGCZ3
T AACAGAGATACGAGGGTG GG GTTTTCTCGS5'
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M. ScdA/dU+4

Sequence - before E.coli transformation

CTCTTGTCAG GAATATTSGT CTU CTAUGT CTT CTCCACCAARBAGSGCZ3

Oligo

GAGAACAGT C C TTATA AACA AGSXGATA ACGAGGGTG GG GTTTTCTCGS5'

5
3

ScdA/dU+4

Sequence - after plasmid recovery from E.coli
CTCTTGTCAGGAATATTSGTT CTCTA ATSGT CTT CTCC CA ACTCAARAGTGC3

GAGAACAGT C C T TATAACAGAGATACGAGSGSGTS GGTTTTCTCGS'

CTCTTGTCAG GAATATTS GTTC®TCTATG G CT CCCACCAARAGSEGCZ3
GAGAACAGT C CTTATA AACAGAGATACGAGSGGTS GG GTTTTCTCGS'

CTCTTGTCAG GAATATTSGTTCTCTATGT CT CCCACCAAAGSGCZ3
GAGAACAGT C C T TATAACAGAGATA ACGAGS GG GTS GG GTTTTCTCGS'

CTCTTGTCAGGAATATTSGTT CTCTATSGT CTZ CTCCACTCAARAGTGC3
GAGAACAGT C CTTATAACAGAGATA ACGAGG GG GTS GG GTTTTCTCGS'

CTCTTGTCAG GAATATTS GTT CTCTATG G CT CCCACCAARAGSGCZ3
GAGAACAGT C C TTATA AACAGAGATACGAGSGGTG GG GTTTTCTCGS'

CTCTTGTCAG GAATATTGTT CTCTATG GT CTT CTCCACCA AAAGSEGCZ3
GAGAACAGT C C TTATA AACAGAGATACGAGGGTG GG GTTTTCTCGS'

CTCTTGTCAG GAATATTS GTTC®TCTATG G CT CCCACCARARAGSGEGTCZ3
GAGAACAGT C CTTATAACAGAGATA ACGAGS GG GTS GG GTTTTCTCGS'

CTCTTGTCAG GAATATTSGTTCT CTATG G CT CCCACCAAAGSGCZ3
GAGAACAGT C C T TATAACAGAGATA ACGAGS GG GTS GG GTTTTCTCGS'

CTCTTGTCAG GAATATTS GTTCTCTATG GT CTT CCCACCAARBAGSGC3
GAGAACAGT C CTTATAACAGAGATACGAGGGTS GG GTTTTCTCGS'
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N. RcdA/dU+4

Sequence - before E.coli transformation

CTCTTGTCAG GAATATTSGTTCTT CTAUGT CTT CTCCACCA ARARAGSEGC3

Oligo

GAGAACAGT C C T TATA AR ACAGRKGA AT ACGAGG GG GTS GG GTTTTCTCGS5'

51
30

|

RcdA/dU+4

Sequence - after plasmid recovery from E.coli
CTCTTGTCAG GAATATTS GTTC®TCTATG G CT CCCACCA ARAMARAGSEGCZ3

GAGAACAGT C C T TATAACAGAGATACGAGGGT GGTTTTCTCGS'

CTCTTGTCAG GAATATTSGTTCTCTATG GT CTT CCCACCA ARARAGSGC3
GAGAACAGT C C TTATAACAGAGATACGAGSG GT GGTTTTCTCGS'

CTCTTGTCAG GAATATTSGTTCT®TCTATG G CTT CTCCACCARARAGSGCZ3
GAGAACAGT C CTTATA AR ACAGAGATA ACGAGG GG GTS GG GTTTTCTCGS5'

CTCTTGTCAGGAATATTS GTTCT®TCTATG GT CT CCCACCAARAGSGCZ3
GAGAACAGT C C T TATAACAGAGATA ACGAGSGSGTS GG GTTTTCTC GS5'

CTCTTGTCAG GAATATTSGTZ CT CTATG GT CTT CCCACCA ARAAGSGEGC3
GAGAACAGT C C TTATA AACAGAGATA ACGAGS GG GTS GGTTTTCTCGS5"'

CTCTTGTCAG GAATATTSGTT CTCTATG GT CTT CCCACCA ARARAGSEGTC3
GAGAACAGT C C T TATA AR ACAGAGATA ACGAGS GG GTS GG GTTTTCTCGS'

CTCTTGTCAG GAATATTSGTTCT CTATG GT CTT CTCTCACCA ARARBAGSEGTC3
GAGAACAGT C C T TATAACAGAGATA ACGAGS GG GTS GG GTTTTCTCGS5'

CTCTTGTCAG GAATATTS GTT CT®TCTATG GT CTT CCCACCA ARARAGSEGTCZ3
GAGAACAGT C CTTATA AR ACAGAGATA ACGAGS GG GTS GG GTTTTCTCGS'

CTCTTGTCAGGAATATTSGTT CTCTATSGT CTU CTCCACTCAARAGTGC3
GAGAACAGT C C TTATA AACAGAGATA ACGAGG GG GTG GG GTTTTCTC GS5'
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Figure S2. The full sequence comparison of investigated oligonucleotides before E.coli transformation and after

plasmid recovery from bacteria. Grey color — marks the nucleobases corresponding to the location of lesions.

Red color — marks the mutations found within the site of damage (£ 3 bp).
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